Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.044; wR factor = 0.103; data-to-parameter ratio = 15.2.
Related literature
For the biological activity of quinazoline-2,4(1H,3H)-diones, see: Tran et al. (2004) ; Cao et al. (2010) and for the biological activity of non-nucleoside reverse transcriptase inhibitors (NNRTIs), see: Hopkins et al. (1996 Hopkins et al. ( , 1999 ; El-Brollosy (2006 , 2007 ; El-Brollosy et al. (2008 , 2009 . For related structures, see: Liu (2008) ; Karimova et al. (2010) .
Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.103 S = 1.00 3156 reflections 208 parameters H-atom parameters constrained Á max = 0.15 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (ii) Àx þ 1; Ày þ 1; Àz; (Hopkins et al., 1996 (Hopkins et al., , 1999 . Some series of 3-hydroxyquinazoline-2,4-dione and N-((2methyl-4(3H)-quinazolinon-6-yl)methyl)dithiocarbamates have been synthesized and evulated for antibacterial activity (Tran et al. 2004; Cao et al. 2010) . In continuation to our interest in NNRTIs (El-Brollosy et al. 2006 , 2007 , 2008 , 2009 ), we synthesized the title compound, (I), as a potential non-nucleoside reverse transcriptase inhibitor.
In (I) ( Fig. 1 ), in the 2,3-dihydro-1H-indene fragment atom C1deviates from the main plane P at 0.342 (4) Å. In the literature, some quinazoline-2,4(1H,3H)-dione structures have been reported (Liu, 2008; Karimova et al. 2010) . The C11═O2 and C12═O3 bond lengths are 1.2247 (19) and 1.2144 (18) Å, respectively. The CÛC bond distances range from 1.362 (3) Å to1.394 (2) Å. The torsion angle C1-O1-C10-N1 is -93.88 (17)°.
In the crystal, intermolecular N2-H2···O2 hydrogen bond (Table 1) link two molecules into centrosymmetric dimer.
Further, weak C-H···O hydrogen bonds (Table 1) and π-π interactions between the benzene rings of the quinazoline bicycles [centroid-centroid distance = 3.538 (3) Å] consolidate the crystal packing.
Quinazoline-2,4(1H,3H)-dione (162 mg, 1 mmol) was stirred in dry acetonitrile (15 ml) under nitrogen and N,O-bis(trimethylsilyl)acetamide (BSA) (0.87 ml, 3.5 mmol) was added. After a clear solution was obtained (10 min), the mixture was cooled down to -50 °C and TMS trifluoromethanesulfonate (0.18 ml, 1 mmol) was added followed by the dropwise addition of bis(indan-2-yloxy)methane (560 g, 2 mmol). The reaction mixture was stirred at room temperature for 5 h, and quenched by addition of saturated aqueous sodium hydrogen carbonate solution (5 ml). The mixture was evaporated under reduced pressure and the residue was extracted with ether (3 × 50 ml). The combined ether fractions were dried (MgSO 4 ) and evaporated under reduced pressure. The product was purified on silica gel column chromatography, using 20% ether in petroleum ether (40-60°C), to afford the title compound as a white solid in 71% yield (218 mg). Single crystals were achieved by crystallization from ethanol. M.p. 193-194 o C (El-Brollosy, 2007) .
Refinement
All H atoms were positioned geometrically [N-H=0.86 Å; C-H=0.93 Å -0.98 Å] and treated as riding, with U iso (H)=1.2U eq (C, N). 
Computing details

Figure 1
The molecular structure of (I) showing the atomic numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
1-{[(2,3-Dihydro-1H-inden-2-yl)oxy]methyl}quinazoline-2,4(1H,3H)-dione
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
